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Cell culture is an effective technology for taxol production. This paper discusses the effect
of Taxus cell cultures on the 18S rRNA gene sequences based on the phylogenetic analysis
of cultured T. chinensis cells and related species. The phylogenetic tree is reconstructed using
the maximum parsimony method and the relative rate test to test the hypothesis of a molecu-
lar clock. The phylogenetic analysis indicates that cell culture changes the phylogenetic posi-
tion of cultured T. chinensis cells. More than that, the 18S rRNA gene of cultured 7. chinensis
cells has a faster rate of substitution than that of 7. chinensis. With T. media as reference,
the divergence time of the cultured 7. chinensis cells is 7 Ma (million years) more than that
of the T. chinensis cells based on the 18S rRNA gene sequences.
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